
Trypsinogen – Chymotrypsinogen Numbering Systems*

Exon 1   signal peptide
CODON  1        10  14

|        |   |

CT  MNPLLILTFVAAAL

AT MNLLLILTFVAAAV

MT MNPFLILAFVGAAV

TRY6 MNPLLILAFVGAAV

Chy MAFLWLLSCWALLGTTF 

Exon 2         TAP

CODON  15       16     23     29         40          50        60     67

       |        |      |      |          |           |         |      |

CT A        APFDDDDK IVGGYNCEENSVPYQVSLN  SGYHFCGGSLINEQWVVSAGHCYKS

AT A        APFDDDDK IVGGYICEENSVPYQVSLN  SGYHFCGGSLISEQWVVSAGHCYKS

MT A        VPFDDDDK IVGGYTCEENSLPYQVSLN  SGSHFCGGSLISEQWVVSAAHCYKT

TRY6 A        VPFDDDDK IVGGYTCEENSVPYQVSLN  SGSHFCGGSLISEQWVVSAGHCYKP

Chy G CGVPAIHPVLSGLSR IVNGEDAVPGSWPWQVSLQDKTGFHFCGGSLISEDWVVTAAHCGVR

  |        |          ||        |         |         |      |

 Chy#           1                    10        2021       30        40        50     57

Exon 3 

CODON  68 70        80        90        100       110     120 122     130         140     150 152

       | |          |         |         |         |         | |       |           |         | |

CT RIQ VRLGEHNIEVLEGNEQFINAAKIIRHPQYDRKTLNNDIMLIKLSSRAVINARVSTISLPT APPA TGTKCLISGWGNTASSGA

AT RIQ VRLGEHNIEVLEGNEQFINAAKIIRHPKYNSRTLDNDILLIKLSSPAVINSRVSAISLPT APPA AGTESLISGWGNTLSSGA

MT RIQ VRLGEHNIKVLEGNEQFINAAKIIRHPKYNRDTLDNDIMLIKLSSPAVINARVSTISLPT APPA AGTECLISGWGNTLSFGA

TRY6 HIQ VRLGEHNIEVLEGNEQFINAAKIIRHPKYNRITLNNDIMLIKLSTPAVINAHVSTISLPT APPA AGTECLISGWGNTLSSGA

Chy TSDVVVAGEFDQGSDEENIQVLKIAKVFKNPKFSILTVNNDITLLKLATPARFSQTVSAVCLPSADDDFPAGTLCATTGWGKTKYNAN

   |       |         |         |         | |       |      |  |         |         |

Chy#   62      70        80        90       100102     110   117 120       130       140

Exon 4

CODON  153    160       170       180       190    197

       |      |         |         |         |      |

CT DYPDELQCLDAPVLSQAKCEASYPGKITSNMFCVGFLEGGKDSCQ

AT DYPDELQCLDAPVLSQAECEASYPGKITNNMFCVGFLEGGKDSCQ

MT DYPDELKCLDAPVLTQAECKASYPGKITNSMFCVGFLEGGKDSCQ

TRY6 DYPDELQCLDAPVLTQAKCKASYPLKITSKMFCVGFLEGGKDSCQ

Chy KTPDKLQQAALPLLSNAECKKSWGRRITDVMICAG ASGV SSCM

       |         |         |         |    *    *s|

Chy#   150       160       170       180         190

Exon 5

CODON  198             210        220       230       240    247

       |               |          |         |         |      |

CT GDSGGPVVCNGQ    LQGVVSWGD GCAQKNKPGVYTKVYNYVKWIKNTIAANS

AT GDSGGPVVSNGE    LQGIVSWGY GCAQKNRPGVYTKVYNYVDWIKDTIAANS

MT RDSGGPVVCNGQ    LQGVVSWGH GCAWKNRPGVYTKVYNYVDWIKDTIAANS

TRY6 GDSGGPVVCNGQ    LQGIVSWGY GCAQKRRPGVYTKVYNYVDWIKDTIAANS

Chy GDSGGPLVCQKDGAWTLVGIVSWGSDTCS TSSPGVYARVTKLIPWVQKILAAN

  |    |         |     |   | *    |   |         |     *

Chy#     195  200       210   s   220    s   230       240
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